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<211> 17 

<212> DNA 
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<223> Description of Artificial Sequence: Synthetic 
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<400> 1 

acttacgtta gcttatg 17 



<210> 2 

<211> 10 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic 
oligonucleotide 



<210> 3 

<211> 10 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Probe 
<220> 

<221> modified base 



<400> 2 
tagaccgata 



10 



?222> (5) . . (6) 

<223> Universal nucleotide 

<220> 

<221> modif ied_base 
<222> (8) 

<223> Universal nucleotide 

<400> 3 
tctanngncg 
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<211> 10 
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<220> 

<223> Description of Artificial Sequence: Probe 
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<223> Universal nucleotide 
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<223> Universal nucleotide 
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gtatnncnag 
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<211> 17 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthet 
oligonucleotide 
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acttagctta cgttatg 



